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Abstract: Traditional evolutionary framework models originally proposed under Darwinian natural selection [12] lacked a microscopic 

or physical mechanism, relying primarily on continuous phenotypic observation. Modern paleontology [16, 18], molecular clock 

calculations [40], DNA sequencing, and high-precision radiometric dating [7, 19, 38] demonstrate that species transitions are punctuated 

by chronostratigraphic "clean gaps" rather than continuous gradual modifications. In this paper, we expand the Global Driver Theory 

[3, 4] and Einsmax Amplitude Quantization [1, 2] by establishing two critical pillars: thermodynamic entropy management and global 

temporal synchronization across geographically isolated biomes. We demonstrate that continuous biological transmutation over unbroken 

geological timescales is thermodynamically forbidden, as unguided genetic drift across millions of years would accumulate excessive 

entropic decay ($\Delta S_{bio} > 0$), breaching physiological tolerance limits [9]. The systemic gaps act as mandatory entropy-resetting 

and informational update intervals. Furthermore, cross-continental comparative genomic and geochronological data reveal that identical, 

unlinked taxa across distinct worldwide environments undergo evolutionary updates at the exact same chronological time points. We link 

these empirical findings to Johannine cosmology (John 1:1-4; [6, 10, 11, 14, 32]), establishing that the divine Light acts as a non-local 

Global Driver governing quantum electrodynamics [8, 13, 15, 20, 27, 39] and biological creation. 
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1. Introduction 
 

From Darwinian Limitations to Molecular and 

Geochronological Realities 

While Charles Darwin correctly identified historical 

succession in biological forms over time [12], classical 

evolutionary theory suffered from a fundamental absence of 

a physical or molecular mechanism explaining how complex, 

structural biological information originates or transfers across 

generations. Classical models relied on gradualistic, 

continuous phenotypic transitions driven by localized 

environmental selection pressures [18, 26, 35]. 

However, modern advances in two independent empirical 

fields have fundamentally challenged gradualism: 

1) High-Precision Radiometric Dating and 

Magnetostratigraphy: Modern geochronology [7, 19, 

38] confirms that the physical rock record does not display 

continuous intermediate forms [5, 31]. Instead, parent taxa 

vanish abruptly, leaving multi-hundred-thousand-year 

"clean gaps" before replacement taxa appear. 

2) Molecular Clock & Comparative DNA Analysis: 

Genomic sequencing and molecular clock models [23, 40] 

reveal that major structural updates occur in discrete, rapid 

bursts rather than slow, continuous nucleotide shifts. 

 

When integrated with Johannine theology [6, 10, 11, 14, 32], 

where the Logos of John 1:1-4 is identified directly as God 

and as the creative Light through which all things were made, 

these gaps represent purposeful, non-local intervention 

phases executed by the Global Driver [3, 4]. 

 

Structural Discontinuity: Amplitude Gaps vs. 

Macroevolutionary Gaps 

A direct mathematical and conceptual isomorphism links the 

wave mechanics of light propagation with the 

chronostratigraphic record of biological species evolution. 
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2. Amplitude Quantization and Sub-Threshold 

Gaps 
 

In classical wave theory [8] and standard quantum 

electrodynamics [13, 15, 27, 39], quantization is restricted 

strictly to energy frequency ($E = h\nu$). However, the 

Einsmax Theory establishes that wave amplitude ($A$) is 

independently quantized [1, 2]: 

$$A_{n} = \sqrt{n} A_{0}, \quad n \in \mathbb{Z}$$ 

 

In a propagating electromagnetic wave oscillating relative to 

a zero-energy reference equilibrium axis ($A = 0$), discrete 

transmission occurs only when wave excursions reach or 

exceed the minimum threshold energy step ($\pm A_{0}$). 

Between the zero reference line and these positive and 

negative amplitude thresholds ($0 < \vert{}A\vert{} < 

A_{0}$), the wave enters a sub-threshold amplitude non-

transmission gap [1, 2]. Within these gaps: 

• Electromagnetic energy cannot form stable corpuscular 

photons. 

• Continuous energy flow collapses, producing non-

propagation zones above and below the reference line. 

• Optical state transitions occur via discrete, step-wise 

jumps across the threshold gap rather than through 

smooth, continuous amplitude variations. 

 

3. Thermodynamic Entropy Constraints and 

the Necessity of "Creation Gaps" 
 

A critical, previously unaddressed issue in biological 

evolution is the Second Law of Thermodynamics applied to 

biological information [9, 28]. Continuous, unguided genetic 

transformation across millions of generations introduces an 

unsustainable accumulation of cellular and genetic biological 

entropy (𝛥Sbio > 0). 

 

 
 

3.1 Biological Entropy Accumulation 

 

In any closed or open biological system, random mutational 

drift increases cellular and genomic disorder [9, 23]. If 

species were to undergo continuous, unguided transmutation 

over unbroken millions of years, the thermal and genetic noise 

would breach critical physiological thresholds. The 

organism's metabolic and genomic machinery could not bear 

the entropic load, leading to metabolic failure and extinction 

[30, 37]. 

 

 

 

 

 

3.2 Gaps as Thermodynamic and Structural Resets 

 

The chronostratigraphic "clean gaps" (0.3–3.0 Ma) identified 

in our previous works [3, 4] function as essential 

thermodynamic and informational resets: 

• During the gap, the legacy parent taxon undergoing 

entropic decay is systemically removed from the 

biosphere. 

• The non-local Global Driver operates within this transition 

phase, re-patterning genetic information at low entropic 

states. 

• The newly augmented species is introduced into the 

environment with high structural order and minimal 

mutational load, ensuring long-term physiological 

viability. 
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4. Geographically Isolated Synchronization: 

Empirical Proof of Non-Local Action 
 

One of the strongest experimental challenges to traditional 

environmental determinism is the phenomenon of 

synchronized cross-continental evolution. 

 

4.1 Synchronous Global Updates 

 

Under standard evolutionary assumptions [18, 26], different 

geographic regions (e.g., Africa, Eurasia, North America) 

feature distinct climates, selection pressures, and 

environmental triggers. If evolution were solely driven by 

local adaptational pressures, species isolated in different 

countries would evolve at vastly different times and along 

completely divergent pathways. 

 

However, comparative DNA alignment and high-resolution 

dating across fossil populations reveal that identical species 

lineages located in geographically separated continents 

undergo major evolutionary updates at the exact same 

chronostratigraphic time points: 

• Equid and Rhinoceros Lineages: Eocene and Miocene 

perissodactyls across North America and Eurasia 

demonstrate identical structural turnovers synchronized to 

narrow time windows [25, 29]. 

• Hominid and Mammalian Fossil Records: Synchronous 

turnover events across African and Asian biomes occur in 

parallel despite local microclimatic variations [21, 22, 24, 

34]. 

• Marine Organisms: Global oceanic records show 

simultaneous morphological replacements across separated 

basins [33, 36]. 

 

This simultaneous global replacement across varying 

environments proves that localized natural selection is not the 

primary mechanism of macroevolution. Instead, it confirms 

the operation of a non-local, global organizational signal—

the Global Driver- operating independently of regional 

environmental differences [3, 4]. 

 

 
 

5. Synthesis: Isomorphism Across Quantum 

Optics, Macroevolution, and John 1:1-4 
 

A unified structural framework bridges physical field theory, 

paleontology, and Johannine theology: 

1) The Physical Light: The Einsmax Theory demonstrates 

that electromagnetic propagation requires passing 

discrete amplitude threshold steps ($A_{n} = \sqrt{n} 

A_{0}$) above and below the zero reference equilibrium 

line [1, 2]. Sub-threshold zones ($\vert{}A\vert{} < 

A_{0}$) create non-transmission gaps where continuous 

field flow collapses into discrete quantum states [8, 13, 

15, 20, 27, 39]. 

2) The Biological Creation: Biological history displays 

identical structural gaps. These gaps prevent entropic 

overload, reset genetic stability, and accommodate 

geographically synchronized evolutionary updates across 

isolated worldwide populations [5, 7, 19, 31, 38]. 

3) The Cosmological Logos: John 1:1-4 establishes that 

God is the Word, who is Himself the creative Light 

through which all life came into existence [6, 10, 11, 14, 

32]. This divine Light is the primary source of structural 

order, orchestrating quantized amplitude thresholds in 

physics and synchronized creation updates in biology. 

 

Comparative Paradigm Analysis 

 

Feature / Dimension 
Standard Paradigms 

(Darwinism / Classical QED) 
Einsmax & Global Driver Framework John 1:1-4 Theological Grounding 

Primary Driver 
Local selection / Random 

mutation [12, 18, 26, 30] 
Non-local Global Driver signal [3, 4] 

The God-Logos as Light ("All 

things were made by Him") [6, 10] 

Thermodynamic Role 

of Gaps 

Ignored / Unexplained missing 

links 

Structural gaps reset biological entropy 

($\Delta S$), preventing collapse [9, 28] 

Divine structural ordering and 

renewal of biological life 

Geographic 

Synchronicity 

Independent, asynchronous 

local adaptations 

Simultaneous cross-continental updates across 

varied biomes 

Uniform non-local governance by 

the supreme Logos 

Light Field Structure 
Continuous wave / Point-

photon [20] 

Amplitude quantized ($A_{n} = \sqrt{n} 

A_{0}$) with sub-threshold gaps [1] 

Creative substance and life-bearer 

("Life was the light") [11] 

Fossil Transition 
Continuous phyletic 

gradualism 

Punctuated "Clean Gaps" calibrated by 

magnetostratigraphy [38] 

Discrete creative steps and 

structural resets by the Logos 
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6. Conclusion 
 

By incorporating entropy constraints, modern DNA 

calibration, and cross-continental dating synchronization, the 

Global Driver Theory provides a complete mathematical, 

physical, and biological framework for macroevolution. 

Darwinian theory lacked a microscopic mechanism and could 

not account for entropy accumulation or synchronized 

worldwide species turnover. 

 

Our synthesis demonstrates that: 

1) Chronostratigraphic gaps are essential thermodynamic 

boundaries that clear biological entropy and allow for 

genetic re-patterning. 

2) The simultaneous evolutionary transformation of 

geographically isolated taxa across different continents 

confirms a non-local, global signal. 

3) These physical and biological discontinuities mirror the 

quantized amplitude gaps ($\vert{}A\vert{} < A_{0}$) 

of light fields [1, 2]. 

 

Ultimately, John 1:1-4 delivers the foundational cosmological 

integration: God is the Logos, and this Logos is the divine 

Light whose non-local governance dictates the discrete 

quantized thresholds of physics and the synchronized creation 

steps of biological evolution. 
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