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followed by clusterlV with 13 genotypes, cluster | withl  and lowest incidencef leaf curl disease was recorded for
genotypes, cluster V with 9 genotypes, cludberwith 8  cluster IV and VIII respectively. Cluster VII recorded
genotypes, clustevl with 7 genotypes, cluster VII with 3 highest numbenf white flies per plant while cluster VIl
genotypes, cluster VIl with 2 genotypes and clulitewith recorded lowest. Cluster VIl had highest numbétthrips

1 genotype, indicating high degreé heterogeneity among per leaf while thosé cluster VIII exhibited lowest. Highest
the genotypes. This was supporteg [14] in a Studyof = numberof mites per leaf was observed for clustérandit
genetic diversityin 30 chilli genotypes and they were was found lowest for cluster VIII. The results indicated that
grouped into 6 clusters.[3]studidl chilli genotypes which selectionof genotypes having high values for a particular
were fallen into seven clusters. The selectidrgenotypes trait can made and thegan be utilisedin the hybridization
for hybridization shouldbe basedon genetic divergence programme for improvementf that particular character
rather than geographical diversity. [10], [14], [3].

Intra and inter cluster distanc€B values) are showin  The maximum relative contributioto the total divergence
Table 2. The inter-cluster distances were larger than thevas madeby fruits yield per plant (61.07 %), numbef
intra-cluster distances. The inter clustef Zalues were fruits per plant (27.11 %), plant height (4 88 incidenceof
found to range between 3.90 t012.68. The inter-clusteteaf curl disease (4.83 %), numhmrseeds per fruits (1.67
distance was maximum between cluster VII and VIII (12.68P6), numberof secondary branches (0.%@) and numbepof
indicating wide genetic diversity between these two clusterdaysto first flowering (0.10%) (Table 3.

[8] the hybrids of genotypes with maximum distance

resultedin high yield. Thus the cross between the genotyped. Conclusion
from cluster VII and VIII carbe usedin chilli breedingto

achieve maximum heteros is. Genotypes from these twphe seventy eight

genotypeof chilli (Capsicum
clustersif involved in hybridization, may resulin a wide

frutescenk.) under study were grouped into nine clusters.
spectrumof segregating populatiores genetic diversitys  Geno typically distant parents are alfie afford high
very distinct among the groups. The selectafndiverge  heterosis. Therefore, considering group distance, mean
genotypes from a cluster would produce a broad spe@fum performance and variability the inter genotypic crosses
variability for morphological and quality traits studied which petween cluster VIl and clustéX , clusterlll and cluster
may enable further selection and improvement. MInImUﬁV||| and cluster Ill and clusterX maybe Suggestem) be
inter cluster distance between clustérand IV (3.90)  yseful for future hybridization programmes. Superior geno
indicated that the genotypes were genetically ctoseach  types, Vandithadam-I and Kumarapuram-Ifallien cluster
other. The intra cluster divergence varied from 382.45.  v||| had shown best resulten fruit yield per plant (g),
Maximum intra cluster distance was achiewedluster VIl followed by numberof fruits per plant, plant height (cm),
(5.45) which comprised two genotypes while minimumpuymber of daysto first flowering, numberof secondary
divergence was observed cluster V (3.32). Clustetll  pranches, numbesf primary branches, average fruit length
showed zero intra cluster distance doecontaining only  (cm), average fruit width (cm)individual fruit weight (g) and
one genotype.Similar findings were reportgd14], [3]. less incidenceof leaf curl disease. Hence, these characters
should be given prime importance for further crop
Difference in cluster means existed for almost all thejmprovement programmis inter specific hybridisation

characters studied and are presermediable 4.Cluster VIl yjith Capsicumannuumto develop the resistant genotypes
had Highest mean values for different characters viz fruifor |eaf curl virus [1].

yield per plant (g) followedy numberof fruits per plant,
plant height (cm), numbeaf daysto first flowering, number
of secondary branches, numloéprimary branches, average

fruit length (cm), average fruit width (cm) and individual [1] Anandhi, K. (2010. Genetic analysisf yield and leaf
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Table 2: Intra and :{é\UUQMW) for 78 mn%yp :{D)él/u/es giverin parenthesis)
[~

p

Clusters | II I,T]\e ) =V L Vi VIl IX
I 18.08 | 23.45 | 37. 66‘"==2150_'_.26-85—'“’27.39 51.31 | 115.37 | 44.90
(4.25) | (4.84) | (6.09) | (4.64) | (5.18) | (5.23) | (7.16) | (10.74) | (6.70)
I 11.44 | 3057 | 1523 | 17.29 | 19.88 | 49.38 | 136.99 | 48.71
(3.38) | (5.53) | (3.90) | (4.16) | (4.46) | (7.03) | (11.70) | (6.98)
M 0.00 3961 | 3582 |3529 |61.03 | 8235 36.25
(0.00) | (6.29) | (5.98) | (5.94) | (7.81) | (9.07) (6.02)

v 1229 | 1629 | 19.89 | 48.06 | 136.19 | 50.30
(3.51) | (4.04) | (4.46) | (6.93) | (11.67) | (7.09)

v 11.03 | 21.20 | 4499 | 154.04 | 56.85

(3.32) | (4.60) | (6.71) | (12.41) | (7.54)

Vi 15.15 | 54.65 | 138.26 | 51.44

(3.89) | (7.39) | (11.76) | (7.17)

Vil 2136 | 160.72 | 78.85
(4.62) | (12.68) | (8.88)

YT 29.72 | 52.20
(5.45) | (7.23)

IX 12.73

(3.57)
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Table 3: Percent contribution of sixteen characters towards diversity in bird chilli

Character TimesRankedfirst Contribution%
Numberof daysto first flowering 3 0.10
Numberof primarybranches 0 0.00
Numberof secondarypranches 11 0.37
Numberof fruits perplant 814 27.11
Averagefruit length(cm) 0 0.00
Averagefruit width (cm) 0 0.00
Individual fruit weight( g) 0 0.00
Fruit yield perplant(g) 1834 61.07
Numberof seedgerfruit 50 1.67
Plantheight(cm) 146 4.86
Leafpubescence 0 0.00
Incidenceof leaf curl diseas€V.1) 145 4.83
Numberof white flies perplant 0 0.00
Numberof aphidsperplant 0 0.00
Numberof thripsperleaf 0 0.00
Numberof mitesperleaf 0 0.00

Table 4: Cluster mean valuas 16 different charactersf 78 birds Chili genotypes

Clustermeans| X1 [ X2 [ X3 [ X4 [ X5-FX6 [ X7 T—>8-] X9 | X10 [X11] X12[X13] X14[X15[ X16
Cluster-| 107.27] 10.62| 27.05|124-2( 5.65] 2.39] 1.67/206.7§3244.58.06] 3 [63.5( 1.23]3.09[3.51] 0.00
Cluster-I 108.25] 11.05| 29.08[108.04 2 .0117.74 52:15] 3 |62.54 0.41[3.10] 3.40] 0.00
Cluster-Il| 114.40[ 14.60] 32.80[2 : 0o0. #oa.dﬂ) 49.203 [12.50 0.75[3.47| 2.86] 0.00
Cluster-IV 107.58] 8.28 20.1. .54 4.98]. 242 1532{136.3J2083F F#.98 71.410.52] 2.68] 2.89| 0.00
Cluster-V 103.30] 7,60 | 20.90/™7.80-4719] 2.24| 0.83[114.7344.1§%2.14] 3 [60.56 1.26]3.06[2.96] 0.00
Cluster-VI 109.50 /7.50 | 21.54]162751 4.37[ 247| 0.9%/144.5431.84 46.77| 3 [377Q0.34]2.78[ 4.22] 0.00
Cluster-VIl  [109.5Qf 9.00 | 24.231147.49 4.33[ 2.70] 1.03[%34.8926.57 B1.50| 5 [67.7] 1.56] 3.60[ 1.83] 0.00
Cluster-VIII [ 121.90] 15.45| 43.35|324.09 7.50}3. .00/645.6(28.0412199 3 |3.10/\0.15[0.16] 1.15] 0.00
Cluster-IX 104.63] 12.50] 39/40[246.59 6.70] 2. 0[316.7429.8¢ 93.0%] 3 [10.89§.16]1.09]1.38] 0.00
"

X1 Numberof daysto fir i

X2 Numberof primary

X3 Numberof secondaty branche

X4 Numberof fruits periplant X12lincidena®

X5 Average fruit lengthi(c

X6 Average fruit width (cm

X7 Individual fruit weight(

X8 Fruit yield per plant (
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Ward's Minimum Variance Dendrogram
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